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Companion Animal Genetics and Genomics workshop 
 

Organised by a Standing Committee: YES NO 

 

Meeting information 

Date: Monday July 21st, 2025 

Time: 13:30-15:30 

Number of participants: 45-55 

Chair 

Name: Jeffrey J. Schoenebeck 

Affiliation: The Roslin Institute and Royal (Dick) School of Veterinary Studies, University of Edinburgh, UK 

Contact email: jeff.schoenebeck@roslin.ed.ac.uk 

Co-Chair (optional) 

Name: Robert Grahn 

Affiliation: School of Veterinary Medicine, University of California Davis, USA 

Contact email: ragrahn@ucdavis.edu 
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Agenda 

ISAG 2025 Companion Animal Genetics and Genomics workshop 
Daejeon, Republic of Korea 

Monday July 21st, 2025 
Room 101 + 102 

OP119 13:30-13:43  
Genomic diversity and selection in the racing Greyhound of Great Britain. 
H. Han*1, T. A. Blackett2, M. L. H. Campbell2,3, A. H. Holtby1, B. A. McGivney1, E. W. Hill1,4. 1Zinto Labs 

Dublin, Ireland, 2Greyhound Board of Great Britain London, United Kingdom, 3Nottingham University Sutton 

Bonington, United Kingdom, 4University College Dublin Dublin, Ireland. 

 

OP120 13:43-13:56 

A Comparative Transcriptomic Analysis of Feline and Human Hypertrophic Cardiomyopathy. 
T. Smedley1, A. Karagianni2, O. Sidekli1, P. Syrris3, V. Fuentes1, D. Connolly1, A. Psifidi*1. 1Royal Veterinary 

College, Hatfield, UK, 2University of Surrey, Surrey, UK, 3University College London, London, UK. 

 

OP121 13:56-14:09 

Myocardial Long Non-coding RNA Profiling for Feline Hypertrophic Cardiomyopathy. 
O. Sidekli*, T. A. Smedley, X. Dai, V. L. Fuentes, D. J. Connolly, A. Psifidi. Clinical Sciences and Services, 

Royal Veterinary College Hatfield, United Kingdom.  

 

OP122 14:09-14:22 

Beyond the exome: Identifying non-coding driver mutations in canine diffuse large B-cell lymphoma. 
A. D. van der Heiden*1,2, S. Mäkeläinen1,2, R. Pensch1,2, S. V. Kozyrev1,2, S. Agger3, C. London4, J. F. 

Modiano5, K. Forsberg Nilsson1, M. L. Arendt1,3, K. Lindblad-Toh1,6. 1Uppsala University Uppsala, 

Sweden, 2SciLifeLab Uppsala, Sweden, 3University of Copenhagen Copenhagen, Denmark, 4Tufts 

University North Grafton, MA, USA, 5University of Minnesota Minneapolis, MN, USA, 6Broad Institute 

Cambridge, MA, USA.  

 

OP123 14:22-14:35 

Analysis of canine gene constraint identifies new variants for orofacial clefts and stature. 
Reuben M. Buckley1, Nüket Bilgen*2, Alexander C. Harris1, Peter Savolainen3, Cafer Tepeli4, Metin 

Erdogan5, Aitor Serres Armero1, Dayna L. Dreger1, Frank G. van Steenbeek6, Marjo K. Hytönen7,8, Heidi G. 

Parker1, Jessica Hale1, Hannes Lohi7,9, Bengi Çinar Kul2, Adam R. Boyko10,11, Elaine A. 
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Ostrander1. 1National Human Genome Research Institute, National Institutes of Health Bethesda, MD 

20892, USA, 2Department of Animal Genetics, Faculty of Veterinary Medicine, University of Ankara Ankara 

06110, Türkiye, 3KTH Royal Institute of Technology, School of Chemistry, Biotechnology and Health, 

Science for Life Laboratory Stockholm, Sweden, 4Department of Animal Science, University of Selcuk, 

Faculty of Veterinary Medicine Konya, Türkiye, 5Department of Veterinary Biology and Genetics, Faculty of 

Veterinary Medicine, Afyon Kocatepe University Afyonkarahisar, Türkiye, 6Utrecht University, Faculty of 

Veterinary Medicine, Dept. of Clinical Sciences The Netherlands, 7Department of Medical and Clinical 

Genetics, University of Helsinki 00014 Helsinki, Finland, 8Department of Veterinary Biosciences, University 

of Helsinki 00014 Helsinki, Finland, 9Folkhälsan Research Center 00290 Helsinki, Finland, 10Department of 

Biomedical Sciences, College of Veterinary Medicine, Cornell University Ithaca, NY 14853, USA, 11Embark 

Veterinary Inc Boston, MA 02210, USA.  

 

OP124 14:35-14:48 

ZMYND10 frameshift deletion in Eurasier dogs with primary ciliary dyskinesia. 
C. Schwarz*1,2, H. Jainek3, U. Hetzel4, V. Jagannathan1, T. Leeb1. 1Institute of Genetics, Vetsuisse Faculty, 

University of Bern Bern, Switzerland, 2Graduate School for Cellular and Biomedical Sciences (GCB) Bern, 

Switzerland, 3Clinic of Reproductive Medicine, Vetsuisse Faculty, University of Zurich Zurich, 

Switzerland, 4Institute of Veterinary Pathology, Vetsuisse Faculty, University of Zurich, Zurich, Switzerland.  

 

OP125 14:48-15:01 

Gene expression and regulatory pathways in feline elbow osteoarthritis. 
C. Ley1, C. J. Ley2, Å. Ohlsson*1. 1Swedish University of Agricultural Sciences, Department of Animal 

Biosciences Uppsala, Sweden, 2Swedish University of Agricultural Sciences, Department of Clinical 

Sciences Uppsala, Sweden.  

 

OP126 15:01-15:15 

ROS_Cfam_2.0: A Telomere-to-Telomere Dog Reference Genome. 
Jeffrey J. Schoenebeck*1, Juhyun Kim2, Brandon D. Pickett2, Arang Rhie2, Dmitry Antipov2, Alice C. Young3, 

Shelise Y. Brooks3, Gerard G. Bouffard3, Chandrindu Abeykoon1, Melany Jackson1, Derya Ozdemir1, Elaine 

A. Ostrander4, Sergey Koren2, Adam M. Phillippy2. 1The Roslin Institute and Royal (Dick) School of 

Veterinary Studies, University of Edinburgh Midlothian, Scotland, UK, 2Genome Informatics Section, Center 

for Genomics and Data Science Research, National Human Genome Research Institute, National Institutes 

of Health Bethesda, MD, USA, 3NIH Intramural Sequencing Center, National Human Genome Research 

Institute, National Institutes of Health Bethesda, MD, USA, 4Cancer Genetics and Comparative Genomics 

Branch, National Human Genome Research Institute, National Institutes of Health Bethesda, MD, USA. 
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Business meeting 15:15-15:30 

Summary of the meeting 

Meeting Summary 

In advance of the Daejeon meeting, our invited speaker, Dr. Arang Rhie, was selected to give a plenary talk. 

In the absence of a guest speaker for the workshop, the committee decided to allocate speaking slots to as 

many members of our community as possible, most of whom are based in the USA and Europe, where 

travel to Daejeon would be costly. 

We were pleased to select nine excellent abstracts; ultimately, eight speakers were able to attend. This 

format proved challenging to keep on schedule, as only two hours were allocated for the workshop. As with 

the 2023 South Africa meeting, the compressed schedule left no time for AV mishaps or breaks between 

speakers. With only ten minutes provided before the workshop to upload and organise presentations, we 

were fortunate that only one talk encountered technical issues. These were resolved by adjusting the 

speaker order to allow time to fix Dr. Bilgen’s presentation. 

As chair, I attended the Monday business meeting immediately before our session. I was unaware that our 

speakers had not been allowed time to test their presentations in advance. I regret that Dr. Bilgen’s speaking 

time was reduced due to the AV issues. For the 2027 ISAG meeting, I strongly recommend providing more 

time and opportunities for speakers to test their talks before workshops. I also agree with my predecessor 

that two hours is insufficient for the Companion Animal Genetics and Genomics workshop. 

We estimate that 45–55 people attended the workshop. 

 

Business Meeting 

Members Jeff Schoenebeck and Robert Grahn completed their second four-year terms and will leave the 

standing committee. Two members (Katy Evans and Nicole Tate, 2021-2025) completed their first four-year 

term, but did not attend Daejeon and did not express willingness to serve a second term. A third member 

(Chesleigh Winfree, 2023-2027) was removed due to inactivity. Therefore, the services of these three 

committee members are concluded. Following nomination and majority voting, the Companion Animal 

Genetics and Genomics working group committee will be joined by Dr. Androniki Psifidi – Chair (first term), 

Dr. Anna Letko – Committee member (first term), Dr. Nüket Bilgen – Committee member (second term). 

Although unable to attend the Daejeon 2025 meeting due to personal reason, Gabriela Rudd Garces 

expressed a strong interest in serving as a committee member.  

 

New Committee chair 

Chair: Androniki Psfidi 
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Term of service (add years of first and second term of service): 2025-2029 

Affiliation: The Royal Veterinary College, Hawkshead Campus, UK 

E-mail address: apsifidi@rvc.ac.uk 

 

New Committee co-chair (optional) 

Chair:  

Term of service (add years of first and second term of service):  

Affiliation:  

E-mail address:  

Note: One term runs for two bi-annual conferences (i.e. four years) 

 

New Committee members 

Other 
committee 
members 

First term of service 
(from year to year) 

Second term of service 
(from year to year) Email address 

Wes Warren 2019-2023 2023-2027 warrenwc@missouri.edu 

Anna Letko 2025-2029  anna.letko@unibe.ch 

Nüket Bilgen 2014-2019 2025-2029 nuket.bilgen@tzfgen-bayern.de 

Gabriela 

Rudd Garces 

2023-2027  gabriela.ruddgarces@gmx.de 

 

COMPARISON TEST (2026-2027) YES NO (If no delete the rest of this page) 

SIGNATURE 

 

            

Chair Jeffrey J. Schoenebeck  Duty laboratory (if applicable) 
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