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Domestic Animal Sequencing and Annotation 

Organised by a Standing Committee: YES NO 

Meeting information 

Date: July 21, 2025 

Time: 1:30-6:00 PM 

Number of participants: ~100
 

Chair 

Name:  Brenda Murdoch 

Affiliation: University of Idaho 

Contact email: bmurdoch@uidaho.edu 

Co-Chair (optional) 

Name: Huaijun Zhou 

Affiliation: UC Davis 

Contact email: hzhou@ucdavis.edu 
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Agenda 

1:30 PM OP127  You too can T2T: Democratizing telomere-to-telomere assembly for non-
model organisms.  
D. Antipov, J. Kim, A. Rhie, A. M. Phillippy, and S. Koren*,  
Genome Informatics Section, Center for Genomics and Data Science Research, 
National Human Genome Research Institute, Bethesda, MD, USA.  

1:50 PM OP128  Chromosome-level genome assemblies and annotation of Finnish native 
livestock: Finnsheep and Western Finncatttle.  
K. Pokharel*1, M. Weldenegodguad2, R. Okwasiimire3,1, and J. Kantanen1,     
1Natural Resources Institute Finland (Luke), Jokioinen, Finland, 2Natural 
Resources Institute Finland (Luke), Helsinki, Finland, 3University of Helsinki, 
Department of Agricultural Sciences, Helsinki, Finland. 

2:10 PM OP129  ISAG Bursary Award: Telomere-to-telomere genome assembly of a male 
goat reveals variants associated with cashmere traits.  
H. Wu*1,2, L. L. Luo1 , Y. H. Zhang1 , C. H. Zhang3 , Z. H. Liu3 , S. G. Jia4 , and 
M. H. Li1,  
1 Frontiers Science Center for Molecular Design Breeding (MOE); State Key 
Laboratory of Animal Biotech Breeding; College of Animal Science and 
Technology, China Agricultural University, Beijing, China, 2 Northern 
Agriculture and Animal Husbandry Technical Innovation Center, Chinese 
Academy of Agricultural Sciences, Hohhot, China, 3 College of Animal Science, 
Inner Mongolia Agricultural University, Hohhot, China, 4 College of Grassland 
Science and Technology, China Agricultural University, Beijing, China.  

2:30 PM OP130  Structural variations associated with leucism and albinism in Hanwoo 
cattle.  
S. Ko*1 , Y. Kim2 , P. T. N. Dinh1 , S. H. Lee3 , Y. Ko4 , S. Lee4 , J. Lee4 , and C. 
Kim4 ,  
1Department of Bio-AI Convergence, Chungnam National University, Daejeon, 
34134, Korea, 2Institute of Agricultural Science, Chungnam National 
University, Daejeon 34134, Republic of Korea, 3Division of Animal & Dairy 
Science, Chungnam National University, Daejeon, 34134, Korea, 4Animal 
Genetic Resources Research Center, National Institute of Animal Science, 
RDA, Hamyang, 50000, Korea.  

2:50 PM OP131  A telomere-to-telomere assembly unlocks the unique genomic landscape of 
the Mongolian horse for precision breeding. 
Y. Wang*1,2, J. Liu1 , Y. Zhao2 , Z. Tang1 , T. Bou2 , H. Liu1 , W. Ding2 , J. 
Dou1 , S. Zhu1 , L. Yin1 , X. Liu1,3, M. Yu1 , Y. Fu1,3, and D. Bai2 
1 Key Laboratory of Agricultural Animal Genetics, Breeding and Reproduction, 
Ministry of Education, Huazhong Agricultural University, Wuhan, Hubei 
430070, PR China, 2 Key Laboratory of Equus Germplasm Innovation (Co-
construction by Ministry and Province), Ministry of Agriculture and Rural 
Affairs; Equus Research Center of Inner Mongolia Agricultural University, 
Hohhot 010018, China, 3 Hubei Hongshan Laboratory, Wuhan, Hubei 430070, 
PR China. 
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3:10 PM OP132  High-quality genome assembly of Southern Africa Indigenous cattle.  
Ntanganedzeni Mapholi*1 , Thendo Tshilate1 , Sinebongo Mdyogolo1 , Rae 
Smith1 , Tracy Masebe1 , Thomas Raphulu2 , Isidore Houaga1,3, Annelin 
Molotsi1 , and Lucky Nesengani1  
1 College of Agriculture and Environmental Sciences, UNISA Science Campus, 
Florida, Johannesburg, South Africa, 2 Limpopo Department of Agriculture, 
Polokwane, 0700, South Africa, 3 Centre for Tropical Livestock Genetics and 
Health (CTLGH), Roslin Institute, University of Edinburgh, Edinburgh, 
Midlothian, UK.  

3:30 PM   Coffee Break.  
4:00 PM OP133  Insights from population scale long read sequencing of cattle.  

A. J. Chamberlain*1,2, T. V. Nguyen1 , J. Wang1 , and I. M. MacLeod1,2,  
1 Agriculture Victoria, Centre for AgriBioscience, Bundoora, Victoria, 
Australia, 2 School of Applied Systems Biology, La Trobe University, Bundoora, 
Victoria, Australia. 

4:20 PM OP134  Construction of de novo Japanese wild boar (Sus scrofa leucomystax) 
genome assembly.  
D. Gamarra*1 , K. Naito2 , and M. Taniguchi1  
1 Institute of Agrobiological Science, National Agriculture and Food Research 
Organization, Tsukuba 305-8634, Ibaraki, Japan, 2 Research Center of Genetic 
Resources, National Agriculture and Food Research Organization, Tsukuba 
305-8602, Ibaraki, Japan.  

4:40 PM OP135  Telomere-to-telomere sheep genome assembly identifies variants associated 
with wool fineness.  
L. Y. Luo*1 , H. Wu1 , L. M. Zhao2 , Y. H. Zhang1 , J. H. Huang1 , Q. Y. Liu3 , 
H. T. Wang3 , D. X. Mo1 , H. H. Eer4 , L. Q. Zhang5 , H. L. Chen6 , S. G. Jia7 , 
W. M. Wang2 , and M. H. Li1 ,  
1 Frontiers Science Center for Molecular Design Breeding (MOE); State Key 
Laboratory of Animal Biotech Breeding, College of Animal Science and 
Technology, China Agricultural University, Beijing, China, 2 State Key 
Laboratory of Herbage Improvement and Grassland Agro-ecosystems; Key 
Laboratory of Grassland Livestock Industry Innovation, Ministry of Agriculture 
and Rural Affairs, College of Pastoral Agriculture Science and Technology, 
Lanzhou University, Lanzhou, Gansu, China, 3 Institute of Genetics and 
Developmental Biology, The Innovation Academy for Seed Design, Chinese 
Academy of Sciences, Beijing, China, 4 Institute of Animal Science, Ningxia 
Academy of Agriculture and Forestry Sciences, Yinchuan, Ningxia, China, 5 
Ningxia Shuomuyanchi Tan Sheep Breeding Co. Ltd, Wuzhong, Ningxia, China, 
6 Beijing Lvyeqingchuan Zoo Co. Ltd, Beijing, China, 7 College of Grassland 
Science and Technology, China Agricultural University, Beijing, China.  

4:55 PM OP136  Tracing the adaptive history of trypanotolerant African cattle using a 
pangenome graph.  
N. Adossa*1 , S. Kambal1,2, A. Tijjani1,3, I. Houaga4,5, A. Ahbara5 , C. Elsik2 , A. 
Adeola7 , J. Mwacharo5,8, Y. Li9 , J. Prendergast4,5, and O. Hanotte1,10 
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1 LiveGene – CTLGH, International Livestock Research Institute, Addis Ababa, 
Ethiopia, 2 Division of Animal Sciences, University of Missouri, USA, 3 
Feinstein Institutes for Medical Research, USA, 4 The Roslin Institute, Royal 
(Dick) School of Veterinary Studies, University of Edinburgh, Easter Bush 
Campus, Roslin, Midlothian, EH25 9RG, UK, 5 Centre for Tropical Livestock 
Genetics and Health, Easter Bush, Midlothian, EH25 9RG, UK, 6 Department 
of Agriculture and Animal Health, College of Agriculture and Environmental 
Sciences, The University of South Africa, Cnr Justice Mahomed & Steve Biko 
Streets, PO Box 392, Pretoria, South Africa, 7 Key Laboratory of Genetic 
Evolution & Animal Models and Yunnan Key Laboratory of Molecular Biology 
of Domestic Animals, Kunming Institute of Zoology, Chinese Academy of 
Sciences, Kunming, China, 8 International Centre for Agricultural Research in 
the Dry Areas (ICARDA), Addis Ababa, Ethiopia, 9 State Key Laboratory for 
Conservation and Utilization of Bio-Resources in Yunnan, School of Life 
Sciences, Yunnan University, Kunming, China, 10School of Life Sciences, 
University of Nottingham, Nottingham, UK.  

5:15 PM OP137  Structural variations associated with adaptation and coat color in Qinghai-
Tibetan Plateau cattle.  
X. T. Xia, F. W. Wang, X. Y. Luo, C. Z. Lei, and N. B. Chen*,  
Northwest A&F Unversity, Yangling, Shaanxi, China.  

5:30 PM OP138   A graph-based variome uncovers the genetic architecture and breeding 
potential of commercial pigs.  
L. Liu*1 , Y. Qiu1 , S. Deng1 , Y. Liu1 , Z. Yao1 , S. Wang1 , F. Zhou1 , Z. Wu3 , 
H. Zhang4 , D. Martijn2 , E. Zheng1 , Z. Zhang1 , M. Groenen2 , J. Yang1 , Z. 
Wu1  
1 South China Agricultural University, China, 2 Wageningen University & 
Research, The Netherlands, 3 The University of Edinburgh, United Kingdom, 4 
Anhui Medical University, China. 5:45 PM   

Business Meeting 
 

Summary of the meeting 

Including votes, decisions taken and plans for future conferences 

Voted for second terms: 

Benjamin Rosen, second term (2027-2031)  

Micah Wells, second term (2027-2031) 

Huaijun Zhou, second term (2027-2031) 
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Considered several nominations and reassessed the committee make up and voted in. Had some 

discussion about ensure all of the committee members have intensions to attend ISAG 2027. 

 

Voted for first terms: (2027-2031) 

Theodore Kalbfleisch, Elizabeth Ross, Ningbo Chen, Ntanganedzeni Mapholi 

There was some discussion around who would be will to serve as the next chair and ultimately, 

we voted on Dr. Kalbfleisch as the people serving in their second term were either already a chair of 

another committee or not present. 

 

New Committee chair 

Chair: Theodore Kalbfleisch  

Term of service (add years of first and second term of service): first term 2027-2031 

Affiliation: University of Kentucky 

E-mail address: ted.kalbfleisch@uky.edu 

 

New Committee co-chair (optional) 

Chair: Elizabeth Ross 

Term of service (add years of first and second term of service): first term, 2027-2031 

Affiliation: Queensland Alliance for Agriculture and Food Innovation at the University of Queensland 

E-mail address:  

Note: One term runs for two bi-annual conferences (i.e. four years) 

 

New Committee members 
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Other 
committee 
members 

First term of service 
(from year to year) 

Second term of service 
(from year to year) Email address 

Elizabeth Ross 2027-2031  e.ross@uq.edu.au 

Ningbo Chen 2027-2031  ningbochen@nuatu.edu.cn 

Ntanganedzeni 

Mapholi 

2027-2031  omapholi@gmail.com 

Theodore 

Kalbfleisch 

2027-2031  ted.kalbfleisch@uky.edu 

    

    

    

 

COMPARISON TEST (2026-2027) YES NO (If no delete the rest of this page) 

Duty laboratory 

Contact person:  

Affiliation:  

E-mail address:  

 

Comments (issues rising) 

 

 

 

List of recommended markers with primer information 

mailto:e.ross@uq.edu.au
mailto:omapholi@gmail.com
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Duty laboratory for the next comparison test with contact details 

Contact person:  

Affiliation:  

E-mail address:  

 

SIGNATURE 

 

 Brenda Murdoch           

Chair      Duty laboratory (if applicable) 

 




